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Applied Biosystems™ QuantStudio™ 6 & 7 Pro SEREE PCR ¥

1. W R E EFR FF /& Design and Analysis Software v2.
2. EANEFELAE, = “SET UP PLATE”.

Set up a plate file, view data, or view instruments

SET UP PLATE MANAGE INSTRUMENTS
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3. IRFAERIRIR : FEAMIKEPEIFLUAT LRSS .
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Block——N#AFERAVE S

Run Mode——PCR 123, (IRIEZEHFrAE)
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7¥: TagMan® SNP Genotyping Assay F] E (¥ FIBAIAFEF, TagMan® DME Assay FEiR#ETR
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Pro  Block 96-Wel 0.2-mL  Run Mode: Standard ~ Analysis Module: Genotyping
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Hold PCR Post Read
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41 (Aik) REHERMEE: OBTH/EE (Advanced Setting) ; (‘A% Enable
VeriFlex; (QREE K Block LN XIEBA R NIEE, HMXEBIEEEFNRERBIT 5°C .

Hold PCR Advanced Setting
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A BERMEBEREXRT6FLMAER, EEHQuantStudio 7 PrornE &, AIIES6
MNRERMIEE ; QuantStudio 6 Pro Al B3 MEER NIEE .

42 (WTik) BEBEZEFERF: SHERQ, @ik@Pause Cyce, Q)REEEFHIEE
(Pausing Temperature, SE[E: 4~99.9°C) ME{=RIRMIEIFE (Pause After Cycle) .
AE: RERERNIEFERERS, ABLZE, BBEEREEREEEZR, H
EFRNEE TEEEERE.

Hold PCR

PCR Stage Pause Setting X
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00:10:00 000046 Pause Cycle ~
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5. N Plate Setup A, ELZ LEAIEFER NP, HITERDBRNIRIZE .

5.1 M NFEARZ (Sample) F1SNP Assay {52 (SNP Assay) , BUAT=fARK.

/IJ\\ 7][1 &ﬁﬁﬂﬁzf
TETﬂ'J*iﬁHnE‘JFE (Samples) AEFH WINFTEHEAR . MAEARZFR (Name) | #
A& RIEE (Color) « #EAER (Type) . HESBERAHARLER . FNAIEKRMA
¥R (Unknown) , BAMXIER (Negative Control) FI=FEFEBIIPAMEXTER (Positive
1/1, Positive 1/2, Positive 2/2) . KRIERNHAST x £

Samples (1 Biogroup ;?j&j]uﬁm—b
Name#$ Color Types Quantity® Biogroup x
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TEHM SNP Assay {5242 (SNP Assays) s +— RINETHY SNP L : AN S BFR
(SNP Assay) F01% SNP i =3/ 1822 (Color) , DRIEMNZFMNERE 1 (Allele 1)
FEREE 2 (Allele 2) BIREXRIEME (Reporter) FUERNEMHA (Quencher) . B
TagMan® SNP Genotyping Assay HUZ R EF]IEFE NFQ-MGB. IR FZEREFBIERAERXR
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HMA (20 BHQ) , £ Quencher &i%E$E None. AT EEH ~
fFlansm NS AL E E 3T R AR E A R EE & RF.

SNP Assays (1

WEES NP LRIER,

SNP Assay®

Golor Allele 1 Reporters Allele 1 Quenchers Allele 2 Reporters Allele 2 Quenchers Tasks E"‘
o w4 X
Edit SNP Assay x
SNP Assay Name ALDH2 SNP{E,@% Color ®
Gene Symbol 2 HESHE Gene Name oA B
NGBI SNP Reference frErse Context Sequence c ACGGGCTGCAG A FRAHER
Name or Base(s) Color Reporter Quencher
Allele 1 ) c - FO-MGE -
Name or Base(s) Color  Reporter Quencher
Allele 2 G o y - NFQ-MGS -
Comments SRR TR E RERAER EREH
Reset Fields | Cancel | ﬂ

NINEFIRTEZM 96 FLARPIFITH MRAVEES . FIARFRESERIEER ML,
REAMBIFEARFI SNP (L<mT B, SR ERMFLEVEEARFD SNP AL HE

B. Excel FZNHIAFEARFI SNP L R (52 :

7E Excel F4% EXIRT 96 FUIRMORI EMAKEA R SNP {8, BEITHRAS, WEITH
SNP {4 . SMBTHN SNP (iS4, MEHMEIT. ARG MILIES R EH)
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ATERE Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1 Assay 1
BITEEAR Sample 1 | Sample 2 | Sample 3 | Sample 4 | Sample 5 | Sample 6 | Sample 7 | Sample 8 | Sample 9 |Sample 10[Sample 11{Sample 12
BITEER Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2 Assay 2
CiTHEARE Sample 13|Sample 14|Sample 15(Sample 16|Sample 17|Sample 18| Sample 19|Sample 20|Sample 21|Sample 22|Sample 23|Sample 24
CITEFES
DiTHEAE Sample 13|Sample 14|Sample 15|Sample 16|Sample 17|Sample 18| Sample 19|Sample 20|Sample 21|Sample 22(Sample 23|Sample 24
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C. 1Bt CSV/ TXT XS ANHEARF SNP (L5 2

B 96 FLIRA LA A TRIZEHEFIEFE “Export Plate Setup”
txt A FH, FHMHHERERENIZ csv I txt XHAR, BET
e )\*iztfn SNP u, 3, EJZIJ% R TE -

~— |- mﬁ%

5.2 EE DB HESHIEE: BITH LA Actions i Genotyping Analysis Setting,

BHEME 2 LA csv 3k
“Import Plate Setup” B

prig =

DHr73i%. PostRead: {FH PCR & REFIZENRIESHITH RIS 4T; Pre Read & Post
Read: £ PCR ARG5S 5 PCR BIHE S EEFITHEI24; Real Time Data: {FH
PCR BREPE—BINESHITEIES T GUASEAE 40 MEH) . BREFTHES
& Apply.
Genotyping Analysis Setting X
Analysis Data Post Read Pre Read & Post Read (@) Real Time Data ﬁ&ﬁﬁj\j—ﬁi
Assay Use Default Min Gonfidence % Baseline Start Baseline End Gycle Number
C__10048053_10
C_29086771_20 ;
EARINSY BEEERE BELEREHR BERELEER PEIRE
' 1
{¥ PR FReal Time Datas3 47 /7 3%
Cancel m

5.3 MINZSLLZ Y (Passive Reference) S8
7 ROX, WIRAFIFARZSESELRA,
S, EEX MRS EATA,

1E Plate Setup REAL LA, HEBIAEZE
ETHEEEDHIEE None; WRFEREMSELR



SAMINRFMER (ANE) : FMAERARFTES, MikFRFR (Name) | HKH
(Type) &S (Part Number) . #tXS (Lot Number) . iTHAHER (Expiration
Date) .

SNP Aszays (3) Reagents (1)

Names Types Barcodes Part Numbers Lot Numbers Expiration Dates \)_t,

Bezo=rt 1 oy
sagent (x)

6. 7£ Run Summary FEFIZE: OPCR 25 (Review Method) #1296 FLARFEZAFN SNP L
B (Platesetup) - HAIALIRGRTEQ®H LA Actions, #HITIRTE (Save T FE Save
As) , MINGBIR, REFRFERE, REER. HUESBEREZLTERRS, REL
ERYUEER, =if SendtoRun Queue, SERK/E M5 Done, SEARIRIR Ef&.

MR E/R “No Instrument is available” , HENFZFEENERBTCLERE, RERtd@hA
£ System, #N Instruments, BIBII®H LA Actions, HKH{LEE (Add Instrument)
s i TRIET (Refresh) .

n Plate Gallery > Untitled @ Help » £ System N
O rep v 8 System (@)
Run Method Plate Setup Run Summary @ m— Actions v

| ug ns
1. Review Method > — () RIFHEIR = . f:s'-'fr_e"ts
Add to My Plates Export Settings
2. Plate setup > — g
3. Save Plate File ~ ®

Barcode
Optic

338 5 fdk TR

- R B

4. Start and monitorarun  ~

7. FH9a S :
EERum, 19 96 FLAREE /\EERBIRE NHR NG
7.1 ERE LS “Load platefile” (A TEFR) ;
7.2 &# “Run Queue” XHR (ATEFRMR) , &F HERNEE LRER.



DVT002 . Load plate file

System Temp!ates
Tap the plate file to ct

Type Plate file

D:G Bt

Load )l ste file Run last

QS6Pro-96-Well-0-2ml_Melt_Fast

A. Thermo Fisher Connect: 1BidM4&% Data file properties Fropais
#i 2 ThermoFisher Z=if (1)‘(%3'35??%]@
®, HERAZRKPERME

B. USB Drive: AJJ% U ﬁ?ﬁi?ﬂ)‘(%%t, i%
BT, SRBRSREEUE, =

C. Network Drive: EZEIERAIESILEEF T s ol ool U
ER BN IR EHZHE, 5'5?4:1/(
I, LESRIEEMEIBMANIEES R,

Select the locations to save your data file

Start run

8.1 AIAI (N RMFIIELWEITHER, BIERBD, RAAEER.

8.2 F7E DA2 Bl EISHSSUINEITIER (EMRABEIRBMAME, TEBEHITMY
SR
0. MBI THL:

FRERERELETR “Run Completed” FISEIGLEREMALE, S35 Done. HAREE
—FﬁZHIJQH—LE’J’!;&TE AIEIZMYBEERE, =I5 Settings > Run History, EIFEESHK
R, #HITHEH.

10. 7£ DA2 B L EEBEM LR, @it Open File ST HF S HTEY.eds ST

“ Design & Analysis @ Hep~ £ System -
Recent data files View All



10.1 7£ Quality Check FEFH HEHIE. AIELMTERGPEREZEEETNER, JEERH
7E 96 LR EiEFFEHRTL. FTRIMERFA AR AEITIERE Actions > Page Layout
Setting I1TEE X -

RunMethod  PlateSetup  RunSummary  Quality Check  Genotyping S ma M

a Save
Sample Type M O @ Q e Save As
Negative Contro Amplification Plot Wells Omits Samples Add to My Plates
Samples ¢ Plate Information
- - 1.
Targets An g.
Search targets - S Genotyping Analysis Setting

"é ES{%%E%-:;—; Page Layout Setting
“HE TR ¢

Cycle E NTC ¢ Export to RDML.

Clear all

ﬂﬁﬁ%%{*- ﬁ ® C_10048053_1
BRESENKE s

Export.

o-C @ C_10048053_10-T

Generate report

a

C__28086771_20-G

R EEE T
. 4

B2 NA17105 € Use calibration file from ancther file..
ColorBy: | Sample - ] _ 1 Revert to criginal calibration
1 2 3 4 5 [} 7 s g 1 n 12 N
e & o & & o & o & o o o =3 NAT7105 C_ 10048083 1 Unknown
[ J L { [ ] [ ] [ J [ 4 o L [ [ ] [ J - -
L ] ® o L ] ® L ] [ J o L ] [ ) [ J [ ] _ ~
® & o & o o o o o o 0o = - -
[ ] ® [ 4 [ ] ® [ ] [ J [ ] ® ® ® [ ] <
[ ] ® ( 4 [ ® [ ] [ J o ® o o [ ] ‘ J
: : : : : : : : : : : : ©) GoTorsse s [ 6o | Shuw@ol 192 Results

ALEZFEAERY G BRI :

* Q Q = Q Amplfication Plot " k‘ O\ Q@

cation Plot #ig Hﬂﬁmwmwmm Plot General X Axis Y Axis
Muiti Component Plot g gﬂﬁ E ‘
Raw Data Piot }Eﬁ‘n‘ﬁ%

Muiti Component Plot

| Plot Title Ampilification Plot

TR

Color By Target 2

- | YVale ® 270 (A0 =
g | =
E | Y Scale Log -

Z o |

by o L piem
. o RREE

10 15 2 25 20 35 o [-"-'93"C3 Baseline ]
Cycle ® C_100420531 ResetSetting §E TR R{H L IR L
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102 BEEEHBLR: 7 Genotyping FEFEENBER, FRNERHGARTE
T 1%£3F Actions - Page Layout Setting BHTEENX . AIED FHEK A %R R REERA
&, AEQREZERNEFER.

Run Method Quality Check Genotyping “ﬂ"“ >
— ® ®—; SNP Assay:| C_20086771.20 v £ — @ 3
Tasks Confid Allele 12 Allele 23 Calls Manual Call® Allelic Discrimination Plot T
S G/GLEE P @
..
r A/GHE
S l
g E/R:=17 R A/AGEE
Go Show| 100 w | of 96 Results % J’
0 (]
= =0 @— Bt}
® 0o 0000 0 0 « - l
B e © 6 6 o o o o
c ® © ¢ o o ¢ o o
e
: ® 06060 0 0 0 0 s @ . PEAE
G e & 6 o o & o o ]
H ® ®© & o o ¢ o o
Negaive Contrel @ T/T ® cc 7 %9

11. RS H: AR ERUceIRIEZBFPIERAGEH. £FESHABY, 2%
EF=E LA 1 “Export” ZHFE “Save lmage” HITHERSH.

k

Allele 2% Calls Allele 1/Allele i 2
ination Pisielp Save Image
= ) Reset Zoom
244 GG Clear Manual Cal
e ﬂ Export
25 G/G
2352 GG

WANIE Z Nexcel RIGRIFT S H . @BidActionsiFE N EExport, md5Customize, WESH

Export Setting

m
{

Default Export Setting

Close

Customize

Export Plate x
Export Name Genotyping_Example
File Format CSv . % Hj I{_’_‘Fﬁﬁ
Destination C:\Users\chunying.\Desktop Browse s | 5 7E 5 1 ST K



EBEFESHNEEDO, MRFAFESH, NaHATAOExport Results HOFFIKZS. A
EE—HoSHHBBELBPINFESHWAEKEGEERHITIHFIES, MBEEREFZE, T
BixFHhSH AR HITIRF@®Save Current Setting As. B/ mhB®Export, FHLER,

< Export Plate X
Export Setting  Default Export Setting -
[ Results v/ Amplification Data v/ Multicomponent Raw Data v/ Replicate Group Result v/ Genotyping Result v/ ] @
Select Columns Wells Well Pos... Sample$ Sample ... SNP Assay.. Task® Confide... Allele 1% Allele 23 Calis Manual ...
NTC Negative C__1004 Negative 1.0 0.030134 0.048527 No Ampiif false
C__1004 U 4 9... 1628751 T ‘als
1004 4 7T fals
U C__1004 Un 98492 41578... | 1.560852 L 2l
ad C_ U 9849 0.03091 6.442788 2l
4 C_ U 0.98492 C fals:
A Confide
v R 4 100 49 fals
Allele < e - C s
M4Cal 10 A0 NAI7108 __1004 U 4021... 2003988 i T 2
N c U 9849 T 2

Include Empty Wells Include Omitted Wells Include section header Use double quote m Export Results w
[ Save Current Setting As... ] @ ‘ Close i :m}
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