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ABSTRACT RESU LTS Potential Ambiguity of Detection of Isomeric Pesticides Confirmation by Library Search Using TraceFinder 4.1 Software CONCLUS'ONS

o . ) . o . ) ) ) . - Isomeric pesticides may produce the same fragment ions, which without careful consideration of QED product ion spectra are searched against the mzVault database with TraceFinder 4.1 software. ) . ] ) o o
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. - . : .. . . Figure 1. 100 ppb terbumeton & prometon and prometryn & terbutryn with non-selective Figure 4. Prometon at 10 ppb, Experimental product ion scan (top trace) match to Library for false positives to be reported.
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